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ADDRESSING KEY CHALLENGES WITH VITEK® MS PRIME
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VITEK ® MS PRIME CAN HELP MICROBIAL IDENTIFICATION IN CELL & GENE THERAPIES
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MICROBIOLOGY EXPERTISE MEETS INNOVATION WITH VITEK® MS PRIME
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WITH VITEK® MS PRIME, BIOMERIEUX TAKES MASS SPECTROMETRY TO THE NEXT
LEVEL, BUILDING ON A FOUNDATION YOU KNOW AND TRUST

1

NOT JUST AN INSTRUMENT VITEK® MS PRIME
IS AN INTEGRATED, COMPREHENSIVE
SOLUTION WITH SUPERIOR WORKFLOW

-
EFFICIENCY DESIGNED TO BRING PRIME \
RESULTS FOR MAXIMUM PRODUCTIVITY
IMPACT
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Superior Workflow Robust and Evolving Designed for

- connectivity and
Efficiency Database integrated 1D

A Committed Service Partner
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IMPROVING EFFICIENCY & PRODUCTIVITY




NEW FUNCTIONALITY MAXIMIZES THE IMPACT OF DAILY LABORATORY WORKFLOW

®

NEW WITH VITEK® MS PRIME
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Benchtop system Automated
with improved and continuous load
updated design and go

Fast track slide Automated fine

prioritization tuning
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VITEK® MS PRIME IS ABENCHTOP SYSTEMTO EASILY FIT INTO YOUR LAB

Integrated
adjustable

] Benchtop
monitor

system

.
VITEK MS PRIME

Saves space, improves ergonomics,
reduces lab constraints

Reduces lab constraints
and improves user experience
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FROM SAMPLE PREPARATION TO RESULTS REVIEW, VITEK® MS PRIME TAKES YOUR WORKFLOW
TO THE NEXT LEVEL TO INCREASE LABORATORY EFFICIENCY
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Greater productivity, faster time to reported result results to LIMS
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improve time
and daily use

to result

with seamless
connectivity
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AUTOMATED CONTINUOUS LOAD AND GO
WORKFLOW EFFICIENCY IMPROVING TIME TO RESULT

Load and unload slides

individually

or by batch Automated barcode
(capacity=16 slides) scanning ensures
with no waiting time sample traceability and

and no impact reduces error

to the slide currently

processing

UNLOAD

Increased workflow flexibility,
time savings and faster reporting

X

MS PRi® OAD AND UNLOAD

VITEK®
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URGENT SLIDE PRIORITIZATION ALLOWS SAMPLES TO BE AUTOMATICALLY
PRIORITIZED WITH NO INTERRUPTION TO SLIDES CURRENTLY PROCESSING

DS190615932 fse © A . . . .
3  DS190615934 fse 4 E . . . .
'  DS190615931 fse E ©
F§'  DS190615935 fse E
AVAILABLE
AVAILABLE
AVAILABLE A
AVAILABLE
AaBLe Icon represents
VAI L. .
prioritized slide
AVAILABLE
AVAILABLE
AVAILABLE
AVAILABLE
AVAILABLE
AVAILABLE DS 190615934
AVAILABLE
EXD

AcCcession Iu: NA
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Status: Waiting to be Acquired 2
Spot:

Profiles passed: N/A

Spectrum:

Slides can be marked
“urgent” after loading

>

Urgent slides are processed
as soon as the current slide
processing is completed
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Once processed, analysis

resumes on the previous

slide*or moves to the next
slide in the queue
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PREPARE ID SAMPLES & REVIEW RESULTS WITH VITEK® FLEXPREP™
TO ENSURE TRACEABILITY, IMPROVE TIME TO RESULT AND SAVE TECH TIME
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VITEK® MS PRIME SLIDE SETUP
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Sample Prep Bench

Technician station

Lab Manager PC

Auto releasing high confidence
results helps technicians focus on
critical and challenging isolates




INTEGRATE YOUR RESULTS INTO EXTERNAL APPLICATIONS

CONNECT TO LIMS

BCI Connect uses bi-directional
communication between VITEK® MS and

your LIMS

Requires network access

21 CFR Part 11 compliance features

Trending and statistical analysis

EXPORT RESULTS

Export results to CSV file

Import CSV into offline software

Trending and statistical analysis
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PROVIDING ACCURATE IDENTIFICATION




VALIDATED PROTOCOLS FOR SIMPLE AND RAPID PREPARATION

1 VALIDATED PROTOCOL PER GROUP

MYCOBACTERIA MYCOPLASMA BRUCELLA

\/

DIRECT ON THE SPOT + EXTRACTION + READY TO USE KITS + EXTRACTION

READY TO USE REAGENTS CERTIFICATES OF INACTIVATION

EASY IMPLEMENTATION
AND DAILY USE

TIME & COST SAVINGS: ENHANCED LABORATORY
FEWER RETESTED ISOLATES CONFIDENCE
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VITEK® MS PRIME KNOWLEDGE BASE
QUALITY AND ROBUSTNESS FOR ACCURATE IDENTIFICATION

MICROBIAL VARIABILITY TECHNICAL VARIABILITY

é% Global Variability P | Different Media

& K 5 SINGLE
00 Operators & Systems CHOICE
Ooc
Strains included . _ R ES U LT
from different sources @ incubation Time

Population based Representative collection
12 strains/species of spectra > 40 000 spectra

-
2

Powerful Algorithm

Identifying presence and absence of species specific peaks
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VITEK® MS PRIME KNOWLEDGE BASE
QUALITY AND ROBUSTNESS FOR ACCURATE IDENTIFICATION

ACCURATE IDENTIFICATION OF ENVIRONMENTAL BACTERIA .
BY MALDI-TOF MASS SPECTROMETRY USING VITEK® MS el

A recent published study of 246 e

isolates from environmental The relevance of a robust knowledge base for routine environmental monitaring
monitoring programs found that

VITEK® MS KB v3.2 included 94.5%  ==mmssssmmsms

of the species isolated. TS

88.1% were identified to species e

level using VITEK® MS KB v3.2

Poster presented at PDA _l__.... =

Pharmaceutical Microbiology it AT

Conference 2019 J :F‘"“:‘l‘“

VITEK® MS covers the vast majority of industrial customers’ ID needs
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VITEK® MS PRIME HAS COMPLETED BIOLOGICAL VERIFICATION AND PROVIDES
EQUIVALENT DATABASE PERFORMANCE TO VITEK® MS

One strain from the 479 current FDA-cleared species
was run in triplicate on VITEK MS PRIME and
compared to the reference identification

Using internal well-characterized strains from our
stock collection

Overall performance of :
e 98.4% correct ID
 0.21% Discordant ID
e 1.37% No ID
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VITEK® MS PRIME HAS COMPLETED CLINICAL TRIALS WITH EXCELLENT
PERFORMANCE

1 Sreplicates of the 100 most common clinically relevant
4 ] species were run on VITEK MS PRIME at 3 internal
WY sites and compared to the reference identification

Using well-characterized stock strains from previous
trials

Overall performance of :
e 98,4% correct ID
e 0,4% discordant ID
e 1,2% No ID
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A POSTER ON VITEK ® MS PRIME PERFORMANCE
IS AVAILABLE

BIOMERIEUX

+  |dentification performance of the VITEK® MS PRIME MALDI-TOF system
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INTRODUC

The developmant of malric-assisied laser desomplion onization
time-cd-flight mass spactmametry (MALDITOF MS5) has
revolutionized the routine idertification of microorganisms in
clinical microbiclogy laboratories Bnd has been benseficial in
degraasing lirme 1o idenlification of causalive organisms
comparnad 1o Iradibonal mathods

VITEK M5 PRIME is a new MALDI-TOF MS microbial
mdantification system. This work presents biological performance
of VITEK MS PRIME cver a broad range o species as well as
clinical trials showing consistant parformance babween different
sirains of the same species.

The performance study covers all claimed microorganisms on
WITEK MS system while the clinical trials focus on a subset of
representalive microonganisms in & chmcal seling.

METHODS

A broad pedormance study was conducted on 4779 species (one
sirain per spacies): 135 Gram-positive bectenda, 211 Gram-
negative bactera, 36 yeasts, 52 moulds, 30 mycobactera and
13 Nocarcta, Climical trials were perlormed on a sel of 100
specias (ive slrains per specias) of the mast comman andior
clinically relevant species/group/complex from Gram-pasitive
{29) and Gram-nagative (32} bacteria, yeasts (17) and moulds
(10), mycobacteria (8) and Mocanda (4). Baological performance
wis determined by comparing VITEK MS PRIME idenlitication
using knowledge base V3.2.0 to a refarance idantfication.

Spechs | strains | peces | sbrain
Gram-posive bacteria 135 15 m 15
Gramnegative bactera | 211 | m | 2 160
Moulds: 52 L7} 10 50
Yoasts [ % | ® | w s
Mycabactena an W L] 40
Nocardka [ = | Iy | a )
Tetal 4 &7 0o =00

Table 1, Spacias and sirens distribulion lor parformance study and chnical
triale

Each slrain hawve bean previously well-characlesized and no
edditional reference testing was required.

For cinical trials, fve unique clinical isolates for each of the
100 species were tested as tar as posginle,

The gobal biological perlormance is calculaled from 1458
samples, The study covers 400 displayed labels and 477
species, for a total of 486 unique tests |8 mycobacteria species
were tested bath on solid and bguid media).

L

Gram-positie bacterls | 400 | #%0 | 4 | o088 | 0 | o | 408
Gram-ragition bacteda | 620 | %80 | w158 | 3 | oar | 63
Yoas I8 10000 o o (1] o 108
Moulds 152 574 | 4 | 156 | 1] | o | 156
Myrobacteris 115 s&3| 2 | 27| o | o |7
Mocadie W eog o | 0 | 0 | 0 | m
Total 1435 5342 | 1D 13r 3 031 | 1458

Table 2 dentificatian resuls af perdammances study afer repeal testing

A global correct identification rate of 98.4% (1435/1458) was
obiained, with 0.2% (3/1458) discordant ID and 143 (20/1458)
no 10, In more detall, identification performance was 99.0%
(401/408) for Gram-gositive, $8.0% (5200633} for Grar-
negative, 100000 (108/108) for yeasts, 97.4% (152156} for
moulds, $8.3%: {115/117) for mycobacteria and 100.0% (35/5%)
for Mocardia

Klabsiela varicols wrangly identified 1o Kletsiala pneumoniag
was the sole misidentification in this study.

CLINSCAL TRIALE RESULTS

Clinical strains for all isolabes lested showed a global agreamien
raie of 98.4%, (492/500). The agreemant rate within sach
ofganism group is abowe 95.3%.

In chetail, Gram-positive bactera al 99.3% (144145), Gram-
nagative bactena at B8.8% (1587160), yoast al 85.3% (81/85),
moukds &t 8.0% (49/'50), mycobacteria at 100.0% (4040) and
Nocardia &1 100.0%%: (20/20) proper identification.

An error rate of 0.4% (2500) was obfained overall, and the
combinad no identfication rate was at 1.2% (6500).

Gram-peatvebacterta | 144 | %3 [ 0 oo | 1 | a7 | s
| Gramnegatvebaceria | 158 |sa8 | 2 | 13 | @ | oo | o0
Feasts = (a3l 4 a7 | 0 [on| 8

~ Moukds | 45 [smo | o oo [ 1 [ 20 | s0
Wycobactaria 40 |woo| o oo | o [aon | a
Wocardia o won| 0 oo | o |an |

Total w2 (e | 6 12| 2 | o4 [so00

Tabila 3. idanidcation results of incal mals atter mpeat tesing

Caly i misadentiicalions were obsaned, with ang strain of
Trichophyton mtwum wrongly identified as Trichanhyton
victacewn and ong Slrain of Listera momociogenss wiongly
identified &3 Listers innocws, although thay wene comactly
identified af genus lavel.

CONCLUSIONS

These shudies showed thal the new VITEK MS PRIME
system provides reliable identification om a diverse panel of
species and microorganisms, with & cormect identification
rate of 88.4% in both performance study and dinical trials.
This pedormance combined 1o new features imgroving
wiorklow eflicency will allow rapid and Scowrale
idanlifications and halp drive informed clinical decisions 1o
aptimize patient outcomes.

Foolnotes
T sirars ware nal akka 10 be beshed



PERFORMANCE ON FREQUENTLY ENCOUNTERED SPECIES WITH VITEK ® MS PRIME

Species
Burkholderia cenocepacia
Burkholderia multivorans
Micrococcus luteus
Pseudomonas aeruginosa
Staphylococcus aureus
Staphylococcus capitis
Staphylococcus epidermidis
Staphylococcus haemolyticus
Staphylococcus hominis ssp hominis
Staphylococcus lugdunensis
Staphylococcus saprophyticus
Stenotrophomonas maltophilia

BIOMERIEUX

One choice

reference result

100.0% (5/5)
100.0% (5/5)
100.0% (5/5)
100.0% (5/5)
100.0% (5/5)
100.0% (5/5)
100.0% (5/5)
100.0% (5/5)
100.0% (5/5)
100.0% (5/5)
100.0% (5/5)
100.0% (5/5)

100% correct identification for
each species on 5 unique
strains



Species Performance

								VITEK MS IDENTIFICATION										

		Species		N		Number of
Unique 
Isolates		Total Correct GENUS ID
(One Choice and Low Discrim.)		One Choice
Correct: Genus ID 
Correct: Species ID or Group/Complex ID				Low Discrimination
Correct: Genus ID				Discordant ID		No ID

										One choice
reference result		Multiple choice reference result1		One choice
reference result		Multiple choice reference result2				

		Clostridium difficile		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Clostridium perfringens		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Clostridium septicum		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Enterococcus avium		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Enterococcus casseliflavus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Enterococcus durans		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Enterococcus faecalis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Enterococcus faecium		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Enterococcus gallinarum		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Listeria monocytogenes		5		5		80.0% (4/5)		60.0% (3/5)		0.0% (0/5)		20.0% (1/5)		0.0% (0/5)		20.0% (1/5)		0.0% (0/5)

		Micrococcus luteus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Propionibacterium acnes		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Staphylococcus aureus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Staphylococcus capitis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Staphylococcus epidermidis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Staphylococcus haemolyticus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Staphylococcus hominis ssp hominis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Staphylococcus lugdunensis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Staphylococcus saprophyticus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Staphylococcus simulans		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Staphylococcus warneri		5		5		100.0% (5/5)		80.0% (4/5)		0.0% (0/5)		20.0% (1/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Streptococcus agalactiae		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Streptococcus anginosus		5		5		100.0% (5/5)		60.0% (3/5)		0.0% (0/5)		40.0% (2/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Streptococcus constellatus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Streptococcus dysgalactiae ssp dysgalactiae		1		1		100.0% (1/1)		0.0% (0/1)		0.0% (0/1)		100.0% (1/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)

		Streptococcus dysgalactiae ssp equisimilis		4		4		100.0% (4/4)		0.0% (0/4)		0.0% (0/4)		100.0% (4/4)		0.0% (0/4)		0.0% (0/4)		0.0% (0/4)

		Streptococcus mitis		1		1		100.0% (1/1)		100.0% (1/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)

		Streptococcus oralis		4		4		100.0% (4/4)		100.0% (4/4)		0.0% (0/4)		0.0% (0/4)		0.0% (0/4)		0.0% (0/4)		0.0% (0/4)

		Streptococcus pneumoniae		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Streptococcus pyogenes		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Streptococcus sanguinis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Acinetobacter baumannii		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Acinetobacter lwoffii		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Aeromonas hydrophila		5		5		100.0% (5/5)		80.0% (4/5)		0.0% (0/5)		20.0% (1/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Bacteroides fragilis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Bacteroides ovatus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Bacteroides thetaiotaomicron		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Bacteroides vulgatus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Burkholderia cenocepacia		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Burkholderia multivorans		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Campylobacter jejuni		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Citrobacter freundii		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Citrobacter koseri		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Elizabethkingia anophelis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Enterobacter aerogenes		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Enterobacter cloacae		5		5		60.0% (3/5)		0.0% (0/5)		0.0% (0/5)		60.0% (3/5)		0.0% (0/5)		0.0% (0/5)		40.0% (2/5)

		Escherichia coli		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Haemophilus influenzae		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Haemophilus parainfluenzae		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Klebsiella oxytoca		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Klebsiella pneumoniae		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Legionella pneumophila		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Moraxella (Branhamella) catarrhalis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Morganella morganii		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Neisseria gonorrhoeae		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Prevotella bivia		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Proteus mirabilis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Providencia rettgeri		5		5		100.0% (5/5)		80.0% (4/5)		0.0% (0/5)		20.0% (1/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Providencia stuartii		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Pseudomonas aeruginosa		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Serratia marcescens		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Serratia odorifera		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Stenotrophomonas maltophilia		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida albicans		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida auris		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida dubliniensis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida glabrata		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida guilliermondii		5		5		80.0% (4/5)		80.0% (4/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		20.0% (1/5)

		Candida inconspicua		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida kefyr		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida krusei		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida lusitaniae		5		5		40.0% (2/5)		40.0% (2/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		60.0% (3/5)

		Candida parapsilosis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida pelliculosa		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Candida tropicalis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Cryptococcus neoformans		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Rhodotorula mucilaginosa		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Saccharomyces cerevisiae		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Saprochaete capitata		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Trichosporon asahii		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Aspergillus flavus/oryzae		5		5		100.0% (5/5)		0.0% (0/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Aspergillus fumigatus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Aspergillus niger complex		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Aspergillus terreus complex		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Blastomyces dermatitidis		5		3		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Coccidioides immitis/posadasii		5		4		100.0% (5/5)		0.0% (0/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Histoplasma capsulatum		5		2		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Scedosporium apiospermum		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Trichophyton interdigitale		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Trichophyton rubrum		5		3		80.0% (4/5)		60.0% (3/5)		0.0% (0/5)		20.0% (1/5)		0.0% (0/5)		20.0% (1/5)		0.0% (0/5)

		Mycobacterium abscessus		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Mycobacterium avium		5		4		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Mycobacterium gordonae		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Mycobacterium houstonense		3		3		100.0% (3/3)		100.0% (3/3)		0.0% (0/3)		0.0% (0/3)		0.0% (0/3)		0.0% (0/3)		0.0% (0/3)

		Mycobacterium intracellulare		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Mycobacterium kansasii		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Mycobacterium lentiflavum		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Mycobacterium peregrinum		1		1		100.0% (1/1)		100.0% (1/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)

		Mycobacterium porcinum		1		1		100.0% (1/1)		100.0% (1/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)		0.0% (0/1)

		Mycobacterium tuberculosis complex		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Nocardia brasiliensis		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Nocardia cyriacigeorgica		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Nocardia farcinica		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		Nocardia nova		5		5		100.0% (5/5)		100.0% (5/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)		0.0% (0/5)

		~All~		500		491		98.4% (492/500)		93.4% (467/500)		2.0% (10/500)		3.0% (15/500)		0.0% (0/500)		0.4% (2/500)		1.2% (6/500)
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		Species		One choice
reference result

		Burkholderia cenocepacia		100.0% (5/5)

		Burkholderia multivorans		100.0% (5/5)

		Micrococcus luteus		100.0% (5/5)

		Pseudomonas aeruginosa		100.0% (5/5)

		Staphylococcus aureus		100.0% (5/5)

		Staphylococcus capitis		100.0% (5/5)

		Staphylococcus epidermidis		100.0% (5/5)

		Staphylococcus haemolyticus		100.0% (5/5)

		Staphylococcus hominis ssp hominis		100.0% (5/5)

		Staphylococcus lugdunensis		100.0% (5/5)

		Staphylococcus saprophyticus		100.0% (5/5)

		Stenotrophomonas maltophilia		100.0% (5/5)






AN OPEN DATABASE IS AVAILABLE WITH VITEK® MS PRIME
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Streamlined analysis

> Common software for easy setup of IVD or RUO samples

> Direct transfer of spectra possible from the IVD database
to the RUO database with one click
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VITEK® MS PRIME, HIGH-THROUGHPUT AUTOMATED IDENTIFICATION FOR RAPID,
SIMPLE, ROBUST ID & SEAMLESS INTEGRATION INTO YOUR DAILY ROUTINE
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71 cm x 70 cm x 110 cm(W/D/H)
28 in x 27.6 in x 43.3 in (W/D/H)
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SUMMARY

Flexible High Throughput: from 1 to 768 samples per run, up to 16 slides!

Designed for convenience and uptime

MALDI-TOF Technology with Data Integrity & all features allowing 21 CFR 11 compliance

Simple and effective routine workflows, compatible with VITEK® FLEXPREP™, and
optimized design for routine microbiology needs

Same reagents and Standardized protocols for organisms needing extractions/deactivation
like Moulds, Mycoplasma, and others

Broad coverage of industry relevant organisms, powered by technical and microbial
variability 98.4% correct ID

Use as standalone or connected to LIMS

CE marked
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